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ANALYSIS SYSTEM

SAMPLE

Detection of point mutations
(PCR + sequencing)

@ |Complete sequencing (Sanger technology)

Deletion and duplication detection
(MLPA : Multiplex Ligation-dependent
Probe Amplification)

Methylation analysis

Southern Blot

® |RNA sequencing

CGH array

50 ulL at a concentration of 50 ng/pL

100 pL at a concentration of 100 ng/uL

100 pL at a concentration of 100 ng/uL

100 pL at a concentration of 100 ng/uL

12-20 mL of blood in EDTA or 30 pg of DNA
at a concentration of 200-500 ng/pL

Blood in PaxGene + DNA (100 pL at a
concentration of 100 ng/uL)

10-15 mL of blood in EDTA

-DNAHIH (21, TQuagen Blood and Cell Culture DNA kit IZHEZELE T A, b DTHERD
DNAHIHH A TH TR ELE DDNAZI/IONET,

- I DNADSR B S R TDIH A, 10-15mLODBlood in EDTATRIBETY
HUTILELTIE, DNADIFSHNE B TIYLEN(BEHLAH) T A METHRITY,



